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Species Gene Symbol Gene ID GenBank Accession Transcript
Human ESPL1 9700 BC047603 NM_ 012291
About the gene

Official Symbol ESPL1

Previous Symbol -

Official Full Name | extra spindle pole bodies like 1, separase

Synonyms KIAAO0165; ESP1; SEPA
Location 12q13.13

Gene Type protein_coding

Uniprot ID Q14674.3

Pathway/Library others

Stable cohesion between sister chromatids before anaphase and their timely separation during anaphase
are critical for chromosome inheritance. In vertebrates, sister chromatid cohesion is released in 2 steps via
distinct mechanisms. The first step involves phosphorylation of STAG1 (MIM 604358) or STAG2 (MIM
300826) in the cohesin complex. The second step involves cleavage of the cohesin subunit SCC1
(RAD21; MIM 606462) by ESPL1, or separase, which initiates the final separation of sister chromatids
(Sun et al., 2009).
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
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D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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